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Figure S3. Observed distribution (presence/absence) of each adaptive allele in the environmental gradient 
(summarised by the two first PCA axes) and in the niche gradient (measured by OMIp). The results are displayed 
for the 19 species that have at least one adaptive locus. The right panel corresponds to the presence/absence 
of the adaptive allele in the niche gradient (OMIp) after data transformation (the rare allele is 1). The left panel 
represents the allele presence in the environmental gradient before data transformation, and 
the corresponding GEE fit. Loci are mostly associated with the first PCA axis (correlated with temperature and altitude).
 Lines are shaded to facilitate distinguishing the results between loci.




